Supplemental Table 1

This stud
18 stucy undifferentiated

Gene Symbol Fold Change
DLX2
SFTPF
DIO2
MSX1
TTC29
ANKRD1
PSTPIP2
MSX2
RBM24
TWIST1
LIX1
FOXD1
GPR87
ACADL

T

HOXB6
TMEMA40
HAND1
BHLHB2
CDKN2B
PTHLH
LOX
ELTD1
SCD5
ACTG2
C170rf92
RHOBTB3
C9orf19
CDKN2A
DNAJC6
MFAP5
CAPN2
POSTN
CDX2
FAM110B
SPHK1
NPPB
CCDC92
GRHL3
TBC1D9

H1 4day differentiation vs. H1

42.95
33.67
25.33
24.59
22.54
22.22
21.8
21.36
20.01
18.38
17.5
17.23
16.81
16.55
14.94
14.76
13.66
13.33
13.15
12.61
11.97
11.81
11.52
11.23
11.04
11.01
10.83
10.7
10.59
10.53
10.42
10.29
10.25
9.89
9.84
9.71
9.6
9.34
9.11
8.75

H1 4day differentiation vs. H1
undifferentiated

5.21E-34
1.06E-33
2.22E-31
1.47E-35
2.04E-31
1.20E-24

0
3.87E-43
1.57E-31
2.29E-35

0
3.73E-34
9.24E-31
7.10E-33
1.87E-32
3.10E-30
2.71E-27
6.46E-34
7.69E-34
1.75E-29
1.22E-03
7.87E-32
1.88E-25
3.12E-26
2.35E-32
1.63E-26

0

0
6.41E-32
1.49E-30
3.92E-44
2.08E-32
1.35E-32
7.56E-28

0
5.92E-29
7.13E-32
6.50E-24
1.54E-30
9.98E-09



GLIPR1
CENTD1
YPEL2
ULBP1
EMP1
SYNPR
ENC1
NEGR1
TFAP2A
ZFPM2
DPYD
EFHD1
DDIT3
MYL4
SGCG
GATA3
FAM43A
MAFB
CPEB2
MMP7
RRAD
DLX5
MIXL1
MYOCD
SPAG1

FN1

This study

Gene Symbol

DLX2
SFTPF
DIO2
MSX1
TTC29
ANKRD1
PSTPIP2
MSX2
RBM24
TWIST1
LIX1
FOXD1
GPR87
ACADL

Fold Change

8.69

8.6
8.53

8.5

8.4
8.37
8.33

8.3
8.21
8.14
8.09
7.94

7.6
7.58
7.44
7.42
7.38
7.35
7.32
7.23

7.1
7.05
6.95
6.92

6.9

5.53

H1 2 % 02 dedifferentiated vs. H1
4day differentiation

0.515463918
0.497512438
0.699300699

0.19379845
0.653594771
1.694915254
0.181818182
0.310559006
0.588235294
0.102986612
0.456621005
0.206185567
0.602409639
0.333333333

1.70E-29
4.22E-18

0
2.42E-19
5.26E-25
4.15E-24

0
9.17E-14
3.63E-16
5.56E-17
5.72E-15
3.41E-26
2.32E-28
4.04E-27
5.87E-18
1.80E-27
9.83E-26
1.02E-18
1.03E-35
3.32E-14
3.19E-22
4.52E-21
1.95E-16
1.70E-18
7.42E-26

2.23E-18

H1 2 % 02 dedifferentiated vs. H1
4day differentiation

P-Value

4.28E-34
2.14E-32
7.46E-31
1.38E-34
2.76E-28
8.17E-25
0

0
2.07E-29
2.65E-38
0
7.6E-35
9.07E-32
4.78E-34



T
HOXB6
TMEMA40
HAND1
BHLHB2
CDKN2B
PTHLH
LOX
ELTD1
SCD5
ACTG2
C170rf92
RHOBTB3
C9orf19
CDKN2A
DNAJC6
MFAP5
CAPN2
POSTN
CDX2
FAM110B
SPHK1
NPPB
CCDC92
GRHL3
TBC1D9
GLIPR1
CENTD1
YPEL2
ULBP1
EMP1
SYNPR
ENC1
NEGR1
TFAP2A
ZFPM?2
DPYD
EFHD1
DDIT3
MYL4
SGCG
GATA3
FAM43A
MAFB
CPEB2
MMP7
RRAD

0.327868852
0.598802395
0.961538462
0.091491308
0.091324201
0.595238095
1.408450704
0.248756219
1.123595506
0.970873786
0.136798906
0.909090909
0.398406375
0.098135427
0.154559505
0.314465409
0.204081633
0.075301205
0.050125313
0.617283951
0.393700787
0.448430493
0.077041602
1.176470588
0.185528757
0.892857143
0.268817204
2.325581395
0.666666667

2
0.869565217
1.020408163
0.130039012
3.703703704
1.020408163
2.564102564
3.225806452
0.621118012
0.265251989
0.431034483
2.173913043
0.355871886
0.598802395
0.411522634
0.515463918
3.333333333
1.136363636

5.04E-32
1.13E-28
3.1E-26
1.81E-36
1.65E-34
8.93E-29
0.000819
5.6E-26
2.38E-27
1.08E-18
6.26E-22
5.68E-13
0

0
1.42E-31
9.32E-28
0
1.51E-35
5.26E-38
2.33E-29
0
6.86E-28
2.45E-19
5.49E-19
3.03E-36
1.99E-10
1.88E-29
1.53E-18
0
6.16E-17
5.93E-31
1.33E-25
0
4.09E-14
2.63E-16
1.75E-18
6.91E-14
2.67E-25
2.78E-20
0.000334
1.47E-16
4.57E-27
5.04E-25
1.22E-24
0
4.4E-14
7.33E-23



DLX5 1.351351351 2.73E-24

MIXL1 2.43902439 2.3E-14
MYOCD 0.347222222 7.59E-13
SPAG1 0.487804878 2.04E-21
FN1 0.31152648 2.02E-16
Stadler et al H1 4day diff. vs. H1 undiff H1 4day diff. vs. H1 undiff

Gene Symbol Fold Change P-Value

POSTN 100 6.05E-40
MFAP5 100 0
MSX1 98.21 4.29E-39
DIO2 76.41 6.43E-38
CDKN2B 55.55 2.23E-38
ADAMTS5 51.29 0
FN1 50.33 0
TGM2 48.05 3.47E-37
GPR177 39.84 0
DLX2 38.43 3.55E-34
ANKRD1 32.18 6.11E-36
GPRC5A 31.69 7.73E-36
C21orf7 31.22 1.93E-30
RBM24 30.24 1.62E-35
C8orf4 29.94 3.64E-33
TTC29 29.75 8.69E-32
NPPB 29.3 1.20E-37
HAND1 27.85 7.10E-37
DKK2 27.76 3.49E-32
CDKN2A 26.86 3.69E-36
TIMP3 26.77 0
SCD5 26.42 5.20E-35
ACTA2 26.35 3.06E-37
SYNPR 26.19 1.41E-32
PSTPIP2 26.02 0
ACTG2 25.58 3.74E-37
BHLHB2 25.46 1.22E-36
PTHLH 25.35 9.75E-33
SEMA3C 24.86 9.31E-12
STMN2 24.73 0
IGFBP3 24.32 5.13E-37
PAPPA 24.28 3.31E-28
GDF6 23.45 2.82E-35
CAPN2 22.8 7.70E-37

MyL4 22.72 4.25E-36



GLIPR1
AQP1
SULF1
ARID5B
LIX1
MSX2
NNMT
DACH1
EMILIN2
FER1L3
TWIST1
COL3A1
OLR1
Cdorfl8
COL11A1
TMEM40
FAM70A
EPHA3
PEAR1
NEGR1
EPAS1
COL8A1
COL5A1
HHAT
SETD7
FLI1
RSPO2
PMP22
ELTD1
EDN1

Stadler et al

Gene Symbol

ANKRD1
POSTN
GPR177
MMP1
SRGN
COL3A1
GATA3
TWIST1
GLIPR1
HAND1
MFAPS5

Fold Change

22.66
21.96
21.69
21.55
21.26
21.26
21.02
20.96
20.45
19.64
19.42
19.28
19.04
18.73
18.62
18.43
18.37
17.81
17.64
17.25

16.9
16.63
16.58
16.32
15.86
15.82
15.45
14.93
14.88
14.63

H7 4day diff. vs. H7 Undiff.

182
100
100
100
100
99.65
81.48
75.88
69.02
58.34
57.76

1.05E-35
4.90E-32
5.69E-13

0
7.28E-27

0
1.45E-35

0
3.09E-36
1.64E-26
1.57E-35
5.36E-36
3.76E-31
1.30E-29

0
7.06E-29
5.87E-23
1.12€-27
2.99E-30
1.03E-29
6.81E-35
3.99E-33
3.94E-32
5.86E-25
1.84E-34
3.14E-24
6.75E-28
2.77E-34
1.20E-25
1.62E-34

H7 4day diff. vs. H7 Undiff.

P-Value

1.75E-38
1.21E-39

0
5.73E-40
5.70E-39
2.84E-38
1.11E-37
9.19E-39
1.90E-38
6.21E-38

0



TGM2
FN1
NPPB
DIO2
LIX1
TMEM40
EPAS1
CDKN2B
BHLHB2
FOXD1
DACH1
ADAMTS5
ELTD1
PTX3
DLX2
GRHL3
GPR87
CDKN2A
SERPINE1
FAM26D
SCD5
ANXA1
PTHLH
GLIPR1L1
TGFBI
RGS4
EMILIN2
ACTG2
ACTA2
RBM24
SYTL2
GPRC5A
PAPPA
ENPEP
FER1L3
FILIP1L
ACADL
NTN4
FLRT2
COL11A1
ARID5B
LGALS1
NR2F2
BMP4
TMPRSS11E
AHNAK?2
FLI1

57.58
55.46
50.04
43.76
41.05
40.45
39.56
39.53
37.94

37.7
37.27
36.42
35.79
34.44
31.65
31.35
30.34
29.65
29.18

28.9
28.69
27.55
26.37
25.79
25.34
24.94
24.71
22.65
22.58
22.47
22.32
22.26

21.7
20.72
19.76
19.43
18.72
18.51
18.43
18.13
17.83
17.08
16.65
16.46
16.31
16.22
16.16

1.29€-37

0
3.68E-38
1.86E-35

0
7.65E-35
7.67E-37
5.24E-34
1.77€-37
8.11E-37

0

0
3.37E-34
2.17E-36
9.78E-32
1.23E-35
3.29E-33
4.05E-36
1.74E-37
2.24E-31
4.42E-34
2.17E-37
1.46E-25
7.24E-36
5.49E-37
4.60E-33
1.10E-36
1.05E-36
6.92E-36
1.88E-34
1.83E-35
1.60E-33
6.16E-20
9.34E-28
2.35E-12
4.22E-29
4.59E-34
7.78E-26
7.03E-34
1.52E-40
1.47E-24
1.59E-35
9.54E-04
2.02E-35
1.34E-28
1.17€-31
6.59E-26



SPHK1
SLC2A1
MSX2
OXTR
COL8A1
TIMP3
MSX1

16.11
15.73
15.53
15.39
15.37
15.35
15.06

2.58E-34
4.79E-34

0
5.46E-33
3.24E-32
1.39E-10
2.38E-32



